SUMMARY
INTRODUCTION
Human papillomavirus (HPV) is accepted as primary etiologic agent of cervical cancer worldwide. HPV can causes precancerous lesions outside of the genital area (1) . The human papillomavirus is small and a double-stranded DNA virus that infects the epithelial cells of skin and mucosa (2) . Today, approximately more than 200 types of HPV have been identified (3) .
The classification of these types; species origin and depends on the degree of homology between the viral genomes detected by DNA hybridization (4) . HPV has been shown to be responsible not only the cervical cancer but also the skin and pharyngeal cancers, and other malignancies especially vulvar, vaginal, penile and anal cancers (5) . About 40 HPV types infect the genital mucosal and are categorized according to their carcinogenic potential (6) .
Cervical cancer is the second most common type of cancer after breast cancer in the world. Over 500,000 new cases diagnosed each year and 275,000 patients die. 80% of the cases observed in developing countries (7) . According to the data of Ministry of Health of the Republic of Turkey; cervical cancer was detected 623 patients in 1996 and seventh among all women's cancers. This number was 708 patients in 2002, but tenth among all women's cancers declined. The cervical cancer was ninth with 763 patients in 2003 (8) . Usually high grade lesions develop from low-grade lesions.
But some cases directly is observed as high grade lesions. Genital HPV infection begins as low-grade lesion and able to continue to cancer (9) .
To determinate the prevalence of HPV types in patients with cervical cancers in our legion by Real time PCR and DNA sequence analysis and to make phylogenetic analysis was aimed in this study. Table I . Cytological examination of the samples was performed according to the modified Bethesda system (10) . Genetic differences between sequences were calculated by Kimura's two-parameter method (K2P) (11) . In addition, OR (95% confidence interval) was calculated in some statements. Statistical significance was interpreted at the level of p = 0.05. Phylogenetic analysis and prevalence of human papilloma virus (HPV) in women with several cervical pathologies The best samples were selected by electrophoresis for sequence analysis after PCR ( Figure 3 ). Gülçin Alp Avc› et al. 
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Human papillomavirus (HPV) is one of the most common sexually transmitted infections observed in sexually active adults and adolescents (11) . It is predicted that especially in developed countries, more than 50% of sexually active females and males are infected with HPV in a period of their lives. The infection limits itself in 90% of HPV-infected women. However, it develops pre-cancerous or cancerous lesions as a result of ongoing changes within squamous epithelium for years in 10% of infected women (12) .
As serologic diagnosis methods are not effective for HPV detection and as they cannot be cultured yet; PCR method being one of the molecular based diagnosis methods is considered to be golden standard today (13, 14) .
In this study, real-time PCR method is used. The lesions that are developing in HPV typing is of importance.
The oncogenic risk of HPV types makes them to be typed as low and high risk (15) . The most common HPV type in cervical cancer is HPV type 16 with the rate Phylogenetic analysis and prevalence of human papilloma virus (HPV) in women with several cervical pathologies of 50-55%; the second most common one is HPV type 18 with the rate of 10-15% (13, 16) (17) . Altun That study detected the frequency of HPV type 16 as 33.7% (19) . Regarding other studies in the world, we can see that the data are different. In study conducted In cervical samples, the presence of HPV type 11 and HPV type 6 indicates that non-malign HPV types can take place in cervical region.
When regarding studies that associate HPV prevalence and risk factors in cervical cancer, it is observed that the most common issues stated in risk factors are age, smoking, the use of OKS and RIA. The emphasis is on age and HPV prevalence mostly and it is reported that cervical neoplasia mostly occur at the end of the age of 20s. While carcinoma in situ occurs at the age of 35s, invasive cancers are frequently seen between the ages of 55-60 (22) . Studies reveal that average diagnosis age of patients with cervical cancer is 51.
There are two peaks in lifetime with human papillomavirus. The first one occurs around the age of 30-40 and the second one is at the age of 50-60 years.
Studies conducted on many populations detect that HPV infections are associated with the age (23) . The 64.5% for those in the age group of 31-45 and a fall (16.1%) for those over the age of 45 (22) . The present study is compatible with the literature. (24) . In another study, it is reported that HPV DNA positivity and the use of OKS or smoking do not result in a statistically significant difference (22) .
The studies conducted by the International Collaboration of Epidemiological Studies of Cervical Cancer (ICESCC) report that as the number of pregnancy increases, the risk of cervical cancer increases in direct proportion (25) . In their study conducted to detect the presence of HPV in the pregnant, Channa et al. (2012) used 102 samples and 50% of them comprise the control group. According to that study, HPV DNA is detected in the pregnant at the rate of 19.6% and in non-the pregnant at the rate of 17.6% (26) . In their study conducted had high risk HPV (27) . In the present study, an increase in HPV positivity rate is detected with the increase in number of both child pregnancy. It is found that the positivity rate of those with 2-4 children is 71.4% and those with 2-4 pregnancy is 68.0%. The positivity rate for those who have more than 4 pregnancy is 64.5%.
There is no statistically significant difference is found for HPV positivity by the number of children and pregnancy (p>0.05). The data of this study is compatible with literature and a directly proportional relationship is found between pregnancy number and prevalence of HPV infection.
HPV infection in genital system may start with a lowgrade lesion and reach cancer (28) . (30) . Studies conducted by ICESCC (2006) reported HPV positivity rate as 35.4% for abnormal cytological results and this rate was 44.3% for normal cytological results. Moreover, in that study HPV positivity was reported to be 63% in ASCUS and 86%
in ASC-H (25) . In the present study, swap sample of patients are examined cytologically and HPV DNA is found to be positive in 12 /60.0%) of 20 ASC-H cases; in 23 (63.8%) of 36 ASC-US cases; in 9 (100%) of 9 HSIL cases and in 3 (25.0%) of 12 LSIL cases.
According to the data, a statistically significant difference is found for HPV positivity (p<0.05). This difference results from the fact that the whole group including HSIL cases was HPV positive.
In conclusion, HPV diagnosis which is regarded as a major factor in cervical cancer ethiology is of great importance today. Cervical cancer differs from other cancer types as it is "preventable" cancer type. 
